of an element is measured separately. Where an iso-
tope is normally present in food at low abundance,
addition of a known amount of the element artifi- 
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cially fortified with this isotope and measurement of the ratio of the abundance of this isotope as compared to one of those which has not been fortified (IDA), will allow calculation of the amount of analyte present in the sample. The techniques have been assessed on samples of wines and aqueous slurries of a food powder (dried milk). Satisfactory measurement of isotope ratios under these circumstances indicates the potential of IDA by ICP-MS for: a) accurate measurement of lead at low levels in food; b) metabolic and nutritional studies; and c) assessment of geographical origin of food.
Experimental
All measurements were made with a VG Plasmaquad. Solutions were pumped at 1 mL min' into a fixed cross-flow nebulizer (Jarrell-Ash) fitted into a water-cooled Scott-type double-pass spray chamber maintained at 10±)3 'C.
For isotope dilution analyses, samples were enriched with 2 sPb at 5 ng.mL-'; for standard additions, samples were spiked with 0, 1, 5 or 10 ng-mL-< natural Pb. Milk powders were aspirated as a slurry in Triton X-100 [1].
Results and Discussion
Comparison of isotope concentration as measured by repeated scanning from 203 to 210 m/z and by "peak-hopping," i.e., repeated measurements at each mass unit in turn showed that the former usually gave a better precision. Although the peak-hopping routine allowed more time to be spent in measuring the low-abundance isotopes and hence might be expected to arrive at a more precise assessment, this advantage was offset by the inaccuracy due to noise at the peak crest ( fig. 1 ). Since peak-hopping is essentially based on peak-height measurement it proved somewhat less precise than the peak-area based scanning mode. Typically the coefficients of variation for measurements of 208/ 206 at 10 ng mL-' were around 0.5% for scanning mode as compared to 2.5% by peak-hopping (table  1) . However the latter was conducted in 13 seconds as compared to 130 seconds; if a slightly impaired precision is acceptable the speed of throughput by peak-hopping may be attractive. Recently improved software may make the precision more nearly comparable to that from scanning.
The accurate and precise measurement of lead isotope ratios (table 2) after correction for mass discrimination using NBS SRM 981 Lead enabled the technique of IDA to be used to measure the lead content of dried milk powders and of wine (table   3 ). The accuracy of IDA was confirmed by standard additions, small differences in concentration at the ng g-" level were observed and this is of importance for clinical and nutritional studies. 
